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1. Science Commons CcC

Today, large-scale -
research projects handle Csighe;l{'ll‘lcoens
a massive amount of
data, and numerous research resources,
data, academic articles, and patents are
produced as research achievements. “Cre-
ative Commons” proposed the openness of
research achievements by presenting
easy-to-understand license conditions via
the Internet in academia and then founded
“Science Commons” in 2006 to promote
the openness of research achievements in
scientific fields.

Science Commons aims to enable
research achievements to become
reusable, to realize one-click access to
research resources, and to integrate
scattered information. Science Commons is
currently operated by 5 full-time employees
at the Massachusetts Institute of
Technology (MIT) campus in Boston, USA
(Photo 1).

Photo 1 :
Science Commons
office is in a buildings
at Massachusetts
Institute of Technol-
ogy (MIT)

| had the opportunity to visit with Koichi
Sumikura, associate professor, the National
Graduate Institute for Policy Studies, in
February this year at the Science Commons
office. Based on the hearings at the time, |
will now introduce the breakdown of the
present state, the sharing framework, and
the development of tools with regard to
research resources, data, academic
copyrights, and patents.

2. Framework of Sharing Research €CC
Resources and MTA

As a result of the enforcement of the
Bayh-Dole Act(*) in the US, universities
now possess intellectual property rights
and institutionalized material transfer
agreements (MTAs), which compelled them
to spend a great deal of labor and time for
negotiation. To address the issue, NIH and
the Association of University Technology
Managers (AUTM; see BioResource now
Vol. 5, No. 4) drafted the Uniform Biological
Material Transfer Agreement (UBMTA),
NIH guidelines, and the Simple Letter
Agreement (SLA; simplified MTA), but it
remains difficult to resolve the issue.

Science Commons analyzes the current
situation as follows:

e Most biological resource collections have
not been organized and catalogued.

¢ Most universities and individual laboratories
are short of human resources for preserving
and distributing biological resources.

® The technology licensing organization (TLO)
of universities employs institution-specific
MTAs and appends special terms.

® Universities and corporations share few
research resources. Although a deposition
of biological resources to a resource center
that does not require MTAs is one of the
solutions, the ratio of resources that are
actually deposited in these centers is low,
and thus, this does not necessarily resolve
all the issues.
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Science Commons (Fig. 1) minimizes
the time and cost for obtaining research
resources, facilitates easy access of
resources to researchers for immediate
initiation of research, consolidates online
ordering systems for convenient ordering
of research resources, and carries the
meaning of MTAs to scientists in an easy-
to-understand manner.

In particular, Science Commons
designed catchy icons for each condition of
MTAs, presented license conditions for
each research resource to scientists, and
was able to relate with contracts that can
also be referenced by layers. In addition,
metadata of the research resources were
also tagged so that the researchers can
easily access information on the resources
through a search engine. In addition, MTAs
of the Science Commons are in transition
from Ver. 1 to Ver. 2. The MTAs were
reduced to the following three types:

1) Open use
2) Research use
3) Specific-disease use

These MTAs have already been employed
by the Huntington’ s Disease Foundation,
Personal Genome Project, and Coriell
Institute for Medical Research. Science
Commons encourages no-MTA transaction
of research resources as far as possible
and proposes the use of standard MTAs
such as UBMTA or Science Commons’
MTA among others if MTAs are ever used.

3. Data Management cc
- Regarding CCO -

Most data simply comprise facts or
ideas, and thus, cannot be published as
literary works. However, policies regarding
the right to protect data differ among
countries. For example, the database
protection policy in the EU created new
rights, and similar database protection
rights were developed in Korea.

(*) The Bayh-Dole Act is part of the United
States legislation pertaining to the intellectual
property developed by the academic-industrial
alliance.

L To the next page



q

The following five issues are consid-
ered as specific problems in data sharing.

(D Preservation of data, the perishables, as
. the status quo is difficult.
(2) References and storages of each fact of
data are often unclear.

) Tracking license information of data is
difficult when integrating the data, and the
number of contributors for obtaining the

In order to resolve these issues,
Science Commons proposed the CCO (CC
zero) license, which indicates that authors
waive all copyrights over the authors’ data.
This implies that the authors claim no
rights over legal attribution and only
request that the data be referenced, which
is a custom or rule among scientists. In
addition, rights regarding morals, patents,
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The CCO license is applied to data and
databases and was designed to minimize or
eliminate legal uncertainties of databases.
Users will take no legal obligation as if using
the data in a public domain under the
conditions of CCO.

All the genome data are currently
provided under the CCO license in the
Personal Genome Project. In addition, the

data are often too many, and reference and trademarks are not released.

notes are multilayered.

) Often, due to an excessive number of
contributors for obtaining data, attributing
the license of the data to the contributors is

~difficult.

(5 In relation to international cooperation, deter-
mining whether or not the data holds copy-
rights is difficult due to the difference in data @ )
protection legislations among countries. | ZERO

CCO is also employed in a mouse genomics
expression database in the Coordination
and Sustainability of international Mouse
Informatics Resources (CASIMIR), which is
one of the mouse consortiums in EU, and a
drug side effect database in the European
Molecular Biology Laboratory (EMBL).

Figure : CCO icon
(left) and the web-
site of Creative
Commons (right)

(Activities of Science Commons regarding scien-
tific works and patents will be introduced in the
sequel to this newsletter issue.)
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EmbeddlnPYa Completed Questionnaire in the
Website of Your Choice

Select “Embed” in the “More actions” menu on the top.

I Email this form I See responses - I More actions = | !

i

Embed |
Edit confirmation

An HTML script for embedding the form will be displayed, and
then, copy and paste the script on to your own blogs or websites.

An easy method of drafting an online questionnaire by Google
docs will be introduced this time. Google docs is a a convenient
tool to edit documents and spreadsheets online and also has a
feature that enables one to draft a web-based questionnaire form.
In addition, the newest summary of the questionnaires posted by
users can also be viewed. The installation procedure of a
questionnaire form will be introduced below.

n Login to Google docs

Google docs can be accessed from “more”
— “Documents” in the top menu of the

Embed 5]

Paste this into your blog or website

Google Account

. N . Email: | .

Google website. Login by typing your S B Example Display of a Questionnaire ST G
email address and password into the box  rasswou:
located on the upper right corner. (A user stay signed Lge |g r:gtgg qolfﬁ St;(rlgvr\;?eilggssk\glvlvlnﬁﬁ o
without a Google account can open an theprigmtﬁgur)é e
account using the “Create an account : ’
now" link, free of charge.) diiecdietin - i i i

’ T e— n Summary View of a Questionnaire -

. [P1 Drafting a Questionnaire

Select “Form” from the “Create new” menu
on the upper left.

‘7 Presentation
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‘sample Question 1
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—Option 3 [1]
Folder

. [}l customizing a Questionnaire Form ' :

Edit the questionnaire items on the website. As ~ [me o J

items of the form, boxes for free-typing intext ~ |=®= = sommaocesse
anq radio butto.ns for selecting chqices are o
available, and various formats of questionnaires | o=

can be drafted.

In addition, a summary of the posted
results of a questionnaire can be
displayed in the form of pie charts or
tables by clicking on “Summary” in
the “See responses” menu.

5@ Form I}
2% Drawing

Questionnaire forms can easily be installed, as introduced
above. Please draft a questionnaire using Google docs in order to
gather opinions on your own blogs and websites.

(Takehiro Yamakawa)
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Reprinting and reduplication of any content of
this newsletter is prohibited.

All the contents are protected by the Japanese
copyright law and international regulations.

Announcements ( Details are available at http://www.nbrp.jp/ )

The 4th International Biocuration Conference will be organized
Date: October 11-14, 2010
The conference will be held in Odaiba, Japan, this year.
For details, please visit http://hinv.jp/biocuration2010/.

Download the PDF version of this newsletter at
http://www.shigen.nig.ac.jp/shigen/news/

Contact Address
Center for Genetic Resource Information,
National Institute of Genetics
1111Yata, Mishima-shi, Shizuoka 411-8540, Japan
Tel.: 055-981-6885 (Yamazaki)
E-mail brnews@chanko.lab.nig.ac.jp

The results of the project selection for the “Genome information consolidation
program” (2010.4 - 2011.3) and “Fundamental technology consolidation program”
(2010.4 - 2012.3) of NBRP in the fiscal year 2010 have been announced!

Genome information consolidation program: the mouse, tomato, Japanese
monkey, and killifish projects were selected, Fundamental technology
consolidation program: the rat and mouse projects were selected.

BioResource Information

(NBRP) www.nbrp.jp/

(SHIGEN) www.shigen.nig.ac.jp/

(WGR) www.shigen.nig.ac.jp/wgr/

(JGR) www.shigen.nig.ac.jp/wgr/jgr/jgrUrlList.jsp

Editor's Note

When the newsletter manuscript of this issue was not delivered on
time, | considered the possibility of suspending it for the very first
time in 6 years; however, | am extremely grateful to Dr. Suzuki,
who wrote not one, but two consecutive articles, as requested, for
the June issue of this newsletter. Please take this opportunity to be
a connoisseur of Science Commons. (Y.Y.)
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